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, s Not Comply 

DeBarber, Andrea E . ^ DicKette US*™* 



<110> APPLICANT: Barry III, Clifton E. 008! 



5 Mdluli, Khislmuzi 

6 Bekker, Linda -Gail i( . ^ A ^/ 

7 The Government of the United States of America i 

8 as represented by The Secrtetary of the 

9 Department of Health and Human Services 

11 <120> TITLE OF INVENTION: Methods of Diagnosing Multidrug Resistant Tuberculosis 
13 <130> FILE REFERENCE: 0152 8 0 - 413 100US 

15 <140> CURRENT APPLICATION NUMBER: US 09/888,320 

16 <141> CURRENT FILING DATE: 2001-06-22 

18 <150> PRIOR APPLICATION NUMBER: US 60/214,187 

19 <151> PRIOR FILING DATE: 2000-06-26 
21 <160> NUMBER OF SEQ ID NOS : 16 

2 3 <170> SOFTWARE: Patentln Ver. 2.1 

25 <210> SEQ ID NO: 1 

26 <211> LENGTH: 1867 

27 <212> TYPE: DNA 

2 8 <213> ORGANISM: Mycobacterium tuberculosis 

3 0 <220> FEATURE: 

31 <223> OTHER INFORMATION: wild-type EtaA monooxygenase (Rv3854c, EthA) 

33 <220> FEATURE: 

3 4 <221> NAME/KEY: CDS 

35 <222> LOCATION: ( 201 ) . . ( 167 0 ) 

36 <223> OTHER INFORMATION: EtaA 

3 8 <400> SEQUENCE: 1 

39 agcggacggt cctcgagaag gttctcggcg gtggcgagga tcgccagttc acgatcgtcg 60 
41 ccggacggcc gcgcggtgcg ccggccccta ggcagcgaag cctgactggc cgcggaggtg 120 
43 gtcaccctgg cagcttacta cgtgtcgata gtgtcgacat ctcgttgacg gcctcgacat 180 
45 tacgttgata gcgtggatcc atg acc gag cac etc gac gtt gtc ate gtg ggc 2 33 

4 6 Met Thr Glu His Leu Asp Val Val lie Val Gly 
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<213> ORGANISM: 


Mycobacterium tuberculosis 











182 <223> OTHER INFORMATION: wild-type EtaA monooxygenase (Rv3854c, EthA) 

184 <400> SEQUENCE: 2 

185 Met Thr Glu His Leu Asp Val Val He Val Gly Ala Gly He Ser Gly 

186 1 5 10 15 

187 Val Ser Ala Ala Trp His Leu Gin Asp Arg Cys Pro Thr Lys Ser Tyr 

188 20 25 30 

189 Ala He Leu Glu Lys Arg Glu Ser Met Gly Gly Thr Trp Asp Leu Phe 

190 35 40 45 

191 Arg Tyr Pro Gly He Arg Ser Asp Ser Asp Met Tyr Thr Leu Gly Phe 

192 50 55 60 

193 Arg Phe Arg Pro Trp Thr Gly Arg Gin Ala He Ala Asp Gly Lys Pro 
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243 lie Arg 

244 465 

24 5 Ala Lys 
246 



Leu lie Arg Arg Gly Lys lie Asp Asp Glu Gly Leu Arg Phe 
470 475 480 

Arg Pro Ala Pro Val Gly Val 
485 



250 <210> SEQ ID NO: 3 

251 <211> LENGTH: 30 

252 <212> TYPE: DNA 

253 <213> ORGANISM: Artificial Sequence 

255 <220> FEATURE: 

256 <223> OTHER INFORMATION: Description of Artificial Sequence : EtaA PCR 

257 amplification primer 
259 <40 0> SEQUENCE: 3 

26 0 ggggtaccga cattacgttg atagcgtgga 30 

263 <210> SEQ ID NO: 4 

264 <211> LENGTH: 37 

265 <212> TYPE: DNA 

266 <213> ORGANISM: Artificial Sequence 

268 <220> FEATURE: 

269 <223> OTHER INFORMATION: Description of Artificial Sequence : EtaA PCR 

270 amplification primer 
272 <400> SEQUENCE: 4 

27 3 ataagaatgc ggccgcaacc gtcgctaaag ctaaacc 3 7 

276 <210> SEQ ID NO: 5 

277 <211> LENGTH: 18 

278 <212> TYPE: DNA 

279 <213> ORGANISM: Artificial Sequence 

281 <220> FEATURE: 

282 <223> OTHER INFORMATION: Description of Artificial Sequence : EtaA Primer 3 

283 sequencing primer, EtaA amplification primer 

285 <400> SEQUENCE: 5 

286 atcatccatc cgcagcac 18 

289 <210> SEQ ID NO: 6 

290 <211> LENGTH: 17 

291 <212> TYPE: DNA 

292 <213> ORGANISM: Artificial Sequence 

294 <220> FEATURE: 

295 <223> OTHER INFORMATION: Description of Artificial Sequence : EtaA Primer 3 
2 96 sequencing primer, EtaA amplification primer 

2 98 <400> SEQUENCE: 6 

299 aagctgcagg ttcaacc 17 

302 <210> SEQ ID NO: 7 

303 <211> LENGTH: 17 

304 <212> TYPE: DNA 

305 <213> ORGANISM: Artificial Sequence 

307 <220> FEATURE: 

308 <223> OTHER INFORMATION: Description of Artificial Sequence : EtaA Primer 3 

309 sequencing primer, EtaA amplification primer 

311 <400> SEQUENCE: 7 

312 gcatcgtgac gtgcttg 17 
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